Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.013 Å; disorder in main residue; R factor = 0.055; wR factor = 0.121; data-to-parameter ratio = 19.0. 
Related literature
For sulfido-bridged dinuclear complexes with an M 2 S 4 core (M = Mo, W), see: Hidai et al. (1999) ; Lang et al. (2003) ; Curtis et al. (1997) ; Stiefel et al. (1985) ; Wu et al. (1990) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
For the preparation of the title compound, [(i-C 3 H 7 ) 2 NCS 2 ] 2 Mo 2 S 4 (0.49 g, 0.5 mmol), and CuBr (0.144 g, 1.0 mmol) were added into CH 2 Cl 2 solution (20 ml). The mixture was stirred at room temperature for 0.5 h, and the dark-red suspension gradually turned into dark red solution, and then filtered. The filtrate was layered with isopropyl alcohol (30 ml) to produce dark red crystals in 4 d.
Refinement
The C15, C16 and C19 methyl groups in di-isopropyl alcohol solvate were disordered over two positions. During the refinement process the disordered atoms were refined with occupancies of 0.733 (12) for C15, H15A, H15B, H15C, C16, H16A, H16B, H16C, C19, H19A, H19B, H19C and 0.267 (12) for C15A, H15D, H15E, H15F, C16A, H16D, H16E, H16F, C19A, H19D, H19E, H19F, respectively. The C15 and C15A atoms were refined isotropically. H atoms were positioned geometrically, with O-H = 0.82 Å (for OH) and C-H = 0.98 and 0.96 Å for methine and methyl H, respectively, and constrained to ride on their parent atoms with U iso (H) = xU eq (C,O), where x = 1.2 for methine H and x = 1.5 for all other H atoms.
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Figures Fig. 1 . The molecular structure of the title molecule, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 40% probability level.
(I)
Crystal data 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
